Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.004 Å; R factor = 0.056; wR factor = 0.152; data-to-parameter ratio = 12.3.
The piperidone ring of the title compound, C 21 H 25 NO, adopts a chair conformation with the two phenyl groups equatorially oriented and cis to each other. In the crystal, molecules are linked by weak N-HÁ Á ÁO hydrogen bonds, forming chains parallel to [100] .
Related literature
For some bioactive properties of piperidones, see: Mobio et al. (1989) . For piperidone ring conformations in related compounds, see: Parthiban et al. (2008) ; Lakshminarayana et al. (2009); Ravichandran et al. (2010) . For the synthesis, see: Noller & Baliah (1948) . For ring puckering parameters, see: Nardelli (1983) ; Cremer & Pople (1975 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) x À 1; y; z. 
Figure 1
The molecular structure of the title compound. Displacement ellipsoids are drawn at the 40% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) C17-C12-C5 121.9 (2) C6-C1-C2 113.51 (18) C13-C12-C5 120.5 (2) N1-C1-H1 107.8 C14-C13-C12 120.9 (3) C6-C1-H1 107.8 C14-C13-H13 119.6 C2-C1-H1 107.8 C12-C13-H13 119.6 C19-C2-C3 109.0 (2) C15-C14-C13 120.5 (3) C19-C2-C18 108.4 (2) C15-C14-H14 119.8 C3-C2-C18 107.4 (2) C13-C14-H14 119.8
